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Figure 2 

ClustalW Alignment of PFI-019 with P2Y purinoceptor 1 (P2Y1) 

PFI - 0 1 9 MNEPLDYIiA-NASDFPDYA AAFGN CTDENI PLKMHYLPVI YG I 

P2Y1 MTEVLWPAVPNGTDAAFIjAGPGSSWGNSTVASTAAVSSSFKCALTKTGFQFYYIiPAVYIIj 
*-* * . *.:* . * :::** *: - ::::***.:* : 

10 PFI-019 IFLVGFPGNAWISTYIFKMRPWKSSTIIML^^ 

P2Y1 VFIIGFLGNSVAIWMFVFHMKPWSGISVYMFNIiALADFIiYVLTLPAL 

:*::** **■*".* ::*:*:**.. ::*:*** :*:**: :** *★ ^ ** m . **** 

PFI-019 DFMCKFIRFSFHFNLYSS ILFLTCFS IFRYCVI IHPMSCFS IHKTRCAWACAWWI ISL 
15 P2Y1 DAMCKLQRF I FHVNL YGS I LFLTC I S AHR YSGWYPLKSLGRLKKKNAIC I S VLVWLI W 

★ * * * . ** * * *** * * . * . #. . * * . * 

• * ■ - • ......... . . . ••• . . 

PFI-019 VAV I PMTFL I TS TNRTNRS - ACLDLTS SDELNT I KWYNL I LTATTFCLPLVI VTLC YTT I 
P2Y1 VAI S P I LiF YSGTGVRKNKT ITC YDTTSDE YLRS YF I YSMCTTVAMFCVPLVL I LGCYGL I 

20 * * : *: * : *.*:: :* * **.: *.: *.;.**:* * * : : * * * 

PFI-019 IHTLTHGLQTDSCLKQKARRLTILLLLAFYVCFIiPFHILRVIRIESRLLSis CSIEN 

P2Y1 VRALIYKDLDNSPLRRKS I YLVI IVXjTVFAVSYIPFHVMKTMNLRARLDFQTPAMCAFND 
::;*: :**::*: *.*::* **..**★ ** . * . . . . 

• » • • • ... ... . ... .... ..... • a . . ■ 

25 

PFI-019 QIHEAYIVSRPLAAIiNTFGNLLLYVVVSDNFQQAVCSTVR CKVSGNL.EQ- AKKISYS 

P2Y1 RVYATYQVTRGLASLNSCVDPILYFLAGDTFRR^ 

... : * *.***.**. : :**.:..*.*:. : . : .* : ..**:. : : . : s . 

30 PFI-019 NNP 

P2Y1 ILPEFKQNGDTSL , 
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Figure 5: Stimulation of PFI-01 9 by 2-methyl-thio-ADP 



10 



15 



20 




25 



Figure 6: Stimulation of PFI-019 by UTP 
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